
−10.55

−4.11

2.34

8.78
PROTEINATLAS_stomach

G
S

Z
mBL
intermediate
non−mBL

TRPM4PHGDHRITA1EZREZREPRSTPRGTF2IDHX9DHX9NUMA1GLYR1GLYR1RANGAP1SRRTPTBP1ILF3FUSHNRNPH1FKBP5PRPF6HNRNPURB1RBL2TOR1AIP1PTPN22PTPN22WISP1TFPITFPITFPISCARB2SCARB2CALUCALUUSO1HSP90B1PDE3BPDE3BHEXIM1SUB1ZMYND11GPD2IVDIVDSIK3SIK3EWSR1DDX39BZNF24RBM5SNRNP70HNRNPH1FUBP1HIPK2DNMT3ADCAF8DCAF8B4GALT2RABL6RAD50TBL1XR1DLG1DLG1ENTPD5MAN1A2PDS5APEX19CHD1LGLE1PSME3MCCC2SAR1AMOB1AZFRDBTDBTAKAP1TFDP1MCM4NCBP1RBM8ARBM8ATUBD1TUBD1PDK2TIMM50PPIL2YOD1RCOR3CBLL1PCIF1GABPB1PDS5AECI1SLC9A3R1CDC5LFHFHETFDHETFDHXRCC4XRCC4HIST1H4CHIRARIPK1RIOK3ARFGEF1GPR132ADD1NUCB1NUCB1HMGCS1ATMMTMR12SCAF4THRAP3KHSRPWIZCELF1JPT2CDK9SIRT6B4GALT1B4GALT1ZNF24EML4COPATGOLN2TOR1AIP1FLOT2SHC1LAMP1WDR1SYKSYKHSDL2LRRC1PEX5PEX5TRA2BCHD4TMPOTMPOSFSWAPH2AFXU2AF2PIGNPOGZPAWRPAWRVILLOPA1OPA1ROCK2APCTOPORSTMEM106CHIST1H3FHIST1H3CHIST1H2ABHIST1H2AIHIST1H1EHIST1H1DHIST1H4EHIST1H3BHIST1H4KHIST1H4KHIST1H2BBHIST1H2ALNEK1TOP1RBM25ATRXCEP290GOLIM4ESF1RSL1D1RSL1D1URB1URB1MDH2RER1MRPS30PIDD1PIDD1TARDBPHNRNPA3HNRNPA3TIMM44LETM1APCXPAMKKSCBR4GRSF1HNRNPDCPSF6WDHD1DARS2HADHHADHSNRPD1MCM4NTHL1RITA1EIF2B3FOXM1SNRPA1GMEB1WDHD1TAF5RMI1POLA1MRE11NCAPH2UBTFMORC2PAK1IP1DTYMKBYSLTELO2PRMT7PPIL2PPIL2PPIL2ERCC1MTA2SF3A2ISOC2TIMM10CTTNNDUFAF1GRPEL1MPP6HIP1RMDM2MAD1L1IDH3BKHDRBS1ZBTB7ARUFY3MARCKSL1SYNE2SPTBN1SPTBN1TFDP2TFDP2HSD17B8MAPK13MAPK13HIP1RHIP1RRNASE1EIF2S2SMARCA4SMARCA4SMARCA4SMARCA4SMARCA4TPD52TPD52TPD52TPD52WDR33PDS5BSRSF11JPT2CDC7KYAT1RAP1GAP2LZTS1LZTS1MDM2MDM2ID3CDKN2CCDKN2CKANSL1LTMX4TMX4PDCD4PDCD4PDCD4PDCD4QRSL1QRSL1WASF1RASAL1ALDH5A1ALDH5A1BNIP3BNIP3TBC1D4TBC1D4JUPCLIP2DDX17DDX17DDX17KRT18AQP3AQP3AQP3COBLL1COBLL1HIST1H2ACHIST1H1CHIST1H2BCHIST1H2BFHIST1H2BDHIST1H2BDHIST1H2BHHIST1H2BEHIST1H2BKTLE1TLE1TLE1H1F0DSG2SIL1ATP1B1ATP1B1GOLM1PTPRRPTPRRCA2KLF6KLF4DENND4CNCOA1NCOA1NCOA1CX3CL1CX3CL1H6PDRXRARXRASERPINB6CRYL1FLIICTNNA1CTNNA1CRTAPLAMP2SDC4ACO1CTTNTPBGPRKAG2PTPRMMAFBTN3A3BTN3A3NFICNUP88CDH1MAOBSOX9SOX9HPGDHPGDHPGDHPGDTFF1PGCTFF2KRT19AGR2GALNT3SLC37A1SECTM1PSTPIP2MAFTCF7L2TCF7L2TCF7L2TCF7L2TCF7L2MAP3K8PARP3LGALS9SQORKPNA6KPNA6ECE1SP110RRBP1RRBP1RRBP1BCAS1GALNT6ACOT9ANXA4ANXA4RAB27ARAB27ARAB27ARAB27AARHGEF11ARHGEF11MVPDRAM1VASPTNIP2JUNBCKBPKMMYO1CCCNL2AKAP9POGZPDS5BSND1PKMATP8B1SCAF4HNRNPDMARSHNRNPA1RPL10SFPQHNRNPA1RPL17HNRNPLSPTAN1HALH3F3BHNRNPLSRSF6HIPK2RUFY3RUFY3CEP68CEP68CEP68SPENATRXCEP350TPRSRRM2SF1SRSF11HIST1H3GHIST1H2ADHIST1H2AEHIST1H3DHIST1H2BIHIST1H2BOHIST1H2AGHIST1H4HHIST1H3HHIST1H2AMHIST1H2BGHIST1H2BGHIST2H2BEHIST2H2AA3HIST2H2AA3USP2HIST3H2AALDH4A1GCLCACAD8LPIN2PCCAMAOACLDN3HMGCS2SORBS1ALDH4A1ANGPT1DHRS3NR3C2AAMDCMYO10LIMA1MUC5ACCTSECLDN18FERMT1MECOMTSPAN8SPINK1AKR1B10FOSL2KLF4PLGRKTNQO1NQO1NQO1MUC1MUC1CDH3ZBTB7ACUEDC1ACADSATN1PPP1R15ADDOMLPHNPIPB15PDE3BLRRC1PQBP1SRRTFOSL2FOSL2KLF3ZNF768AMTSRRM2HIST1H2BNEIF5B4GALT1FXR2MEF2DLLGL1SMC1ACA9SPTBN1NAV2FLNBFLNBGPKOWKDM6AKDM6ACORO2AVEGFAVEGFAVEGFASLC9A5APTXCEP290AP5Z1AKAP8FAM234BAPCSMC4MRPS11ABHD18KLF6COX4I1CRY2BCAT2ENTPD4EIF4G2STK24APCTNK2ERC1B4GALT1LMNAGOLGA3TCF7L2ZBTB7AATP13A2GLG1GLG1ZNF710NOTCH1DNPEPCDK16OGDHLARP1GYS1MED12SLC4A2PORZNF3COBLKAT6BKAT6BKAT6BCCNT1PIK3R1PIK3R1PRKACBPRKACBINPP5ABAIAP2GRK6GRK6COBLL1PRKAB1RAB3GAP2PRKCDPLPBPKDM6AROCK2NR3C1PPP3R1YAF2NF2STAM2PIGRUGGT1TXNDC5UGDHEIF4EBP1SORBS1ECI2KIFAP3ARHGAP6PIP4K2ASP100ZNF134ZFPL1ZFPL1AUHCARMIL1FAM69AFAM69ABLVRBZBTB7BPDK2MYCBPZSCAN16RB1AZI2CASP6ACOX1SNX16CCNT2STAM2PIAS1SNAI2ENAHCXADRTSTCKAP4CKAP4ZBTB10MAP7MAP7MAP7PRKAB1CANT1LAMP1CYB5R1GALNSPLCG1ADAADAECHDC3TNIP2HTATIP2PMLPMLPMLPMLALCAMALCAMMYO6MYO6MYO6PFN2P3H2

−2.8 3.1∆ e



−6

−4

−2

0

2

4

6

PROTEINATLAS_stomach
G

S
Z

on
−
off

# features = 1865

1

16



m
B

L

in
te

rm
ed

ia
te

no
n−

m
B

L

−5

0

5

PROTEINATLAS_stomach
G

S
Z


